Introduction
When working with graphs one often faces the problem of comparing two or more graphs. For example in biology, when two protein-protein interaction networks from closely related species have to be compared, the graphs can easily contain several hundred nodes and thousands of edges but very few differences. Our goal was to develop a software-tool that creates an overview of large graphs and maintains the structure but reduces the number of nodes and edges and enables the user to easily find and investigate the areas of interest. This problem has been considered in the past by various groups ( [1] , [2] ) and different heuristics have been proposed. Here, we follow the concept proposed in [3] . For this work, we assume that the input-graphs are relatively large with small local differences and node correspondences are known.
Our Method

Condensation of Graphs
We denote the condensation of a graph as the extraction of its structure and the reduction to its important parts. Our first approach identifies important nodes and removes the remaining nodes from the graph. To assess the importance of a node we used different centrality measures from [4] . Neighboring nodes are merged into group nodes as long as their combined centrality value doesn't exceed a pre-defined threshold.
For the second approach a given number of nodes with the highest centrality value is chosen and all other nodes are merged with the closest chosen node. In both cases new edges have to be created to maintain connectivity.
In order to enable the user to investigate interesting areas of the graph, a detailed view of a part of the graph can be created by clicking on a node in the condensed graph. An extra window is then opened which shows the area in the immediate proximity of the chosen node in uncondensed form. By clicking on one of the dashed lines, which represent edges to parts of the graph not yet displayed, the currently shown graph-part can be extended into that direction. Also, by clicking on a normal edge, the subgraph beginning at the target-node of that edge can be removed from the detailed view.
Comparison of Graphs
For the construction of the overview graph the common elements are identified and compacted using one of the previously described methods. Then, for each difference a node is added. For the resulting graph a layout is computed with a force-directed method. Clicking on one of the difference nodes opens another window that shows the difference and the area around it in detail. It is also possible to extend and contract the part of the graph that is currently shown. For the detailed view, the positions of elements from the overview graph stays the same while new elements are placed with a force-directed method. Once a node has been set to a position, it will always stay there to ease orientation around the graph for the user.
Implementation and Results
For our implementation we used Java and the yFiles graph library ( [5] ). Figure 1 depicts the overview graph before and after the condensation as well as a detailed view of a difference node. 
